HERITEERMEYI-HHRHE (2022)

HERESESRRSLIVERLIZEBEBORERM~DOFH
W ELE - PIHEER" - Kb 24"

Experimental production of fermentation foods brewed by Gunma grape yeasts
WATANABE Takashi, YANAGISAWA Masaomi and YAMATO Ayumi
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In order to utilize novel industrial microorganisms for fermentation food, we
isolated 120 yeasts from grapes planted in Gunma prefecture. Investigated carbon
assimilation abilities of 22 isolated yeasts revealed that they were several kinds of
yeasts, and not identified as pathogen yeasts. OGY15-3, OGY15-4, and OGY15-5 were
identified as wine yeast Torulaspora delbrueckii by genetic analysis. Because these
three yeasts could not utilize maltose, they did not brew wort. On the other hand,
they raised dough as high as commercial baker yeast.
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x4 RBHARBROFLD

ODsso IH2/—)L (%)
W-3 20.9 8.7
OCY15-3 32.2 8.5
OCY15-4 31.9 8.7
OCY15-5 33.8 8.7

£5 MAAHBROER

Blank PM13  OGY15-3 OGY15-4 OGY15-5

EEFRVE(2) - 183 5.0 49 55
FILa—iL (%) - 45 07 0.8 0.7
B (mL) 29 36 34 34 3.1
pH(—) 49 43 46 46 46
Brix(° ) 12.7 73 1.3 1.1 1.2
Glucose (%) 0.1 0.0 00 0.0 0.0
Maltose (%) 5.2 0.1 55 55 5.3
AYTIILT ILa—)L (ppm) - 100.3 34.4 36.9 382
BEEE A 73 IL (ppm) - 08 0.1 0.1 0.1
FEEETF L (ppm) - 103 8.2 76 42
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